Figure A1: Taxonomic assignments for the acetogen-level data-set “full_length” at a clustering threshold of 80 %
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Species
% Acetitomaculum_ruminis M Acetonema_longum M Clostridium_autoethanogenum [ Oxobacter_pfennigii Tindallia_californiensis
Acetoanaerobium_noterae M Blautia_producta [ Clostridium_drakei B Schnuerera_ultunensis M Treponema_azotonutricium
Acetobacterium_bakii B Caloramator_australicus M Eubacterium_aggregans Sporomusa_acidovorans Treponema_primitia
Acetobacterium_dehalogenans M Clostridiales B Holophaga_foetida ) B Sporomusa_sphaeroides B x-Minor Species(<5%)
B Acetobacterium_woodii M Clostridioides_difficile Marvinbryantia_formatexigens Thermacetogenium_phaeum
M Acetohalobium_arabaticum M Clostridium_aceticum M Moorella_glycerini M Thermoanaerobacter_kivui
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Figure A2: Taxonomic assignments for the acetogen-level data-set “full_length” at a clustering threshold of 100 %

100

~
(3]
1

50
25
0]
. D D . KN D D N N ) ) ) N
@‘\\gn@‘&o“’é &L S’&é‘\&b“'&\""&é@& S & & \°°(°8$\ & & & q"’og & cg’& FF €S8 & o&db & & & @09\9~ S
& & o LS » & kL S P FELC P P P PO LT L O AN AN E LN FELEL IS
INAER SR S & O O KR @ F DS SRS Yo & N T FES L E &S &9
PO R g Y PO I S ) 67, ¥ OO M S CHTF O T 0.9 EN ¥ O & 2
& &7 @ PP S L R S I SR PO A I RSN AR\ O SO S S PR - 27 W& TN L PO L
W & &R RPN AR O AR RS SV DA &7 /.o&o& PN I S L P 2 £7 . LS
A R O ) T RO NS SN E LSS S S O @ & O e e SO O S
CF 0 AP ITFTITS Y L CEE Y S XL L LT
¢ O . & P & VT F LS O o’ & N FEF o R YWY O O & e R
PR f o 8 >» o > & o W & 8 R\ A\ R\ 0% &% N )
& &P ol & X o @5 C & & & > & o <°&q,Q° FFLFLLFS K
PESFSE & T FPFTEE e S S 1S S
) X R
\60 ?S' W Q\'b 0(}0 o}é\ \o'" & 6\0 eé ,(00 & @
00 O O (@) ®®
v N @)
R
Q
Sample
Species
Acetitomaculum_ruminis M Blautia_producta Clostridium_ljungdahlii B Moorella_thermoacetica Thermoanaerobacter_kivui
Acetoanaerobium_noterae M Caloramator_australicus M Clostridium_magnum Oxobacter_pfennigii Tindallia_californiensis
Acetobacterium_bakii M Clostridiales Clostridium_scatologenes Peﬁtostreptococcacee_le Treponema_azotonutricium
Acetobacterium_dehalogenans M Clostridioides_difficile M Eubacterium_aggregans Schnuerera_ultunensis Treponema_primitia
M Acetobacterium_sp Clostridium_aceticum Eubacterium_limosum Sporomusa_acidovorans x—Minor Species(<5%)
B Acetobacterium_woodii M Clostridium_autoethanogenum M Holophaga_foetida Sporomusa_malonica
B Acetohalobium_arabaticum B Clostridium_carboxidivorans Marvinbryantia_formatexigens Sporomusa_silvacetica
M Acetonema_longum Clostridium_drakei M Moorella_glycerini Sﬁoromusa_sphaermdes
M Blautia_hydrogenotrophica M Clostridium_formicaceticum Moorella_mulderi Thermacetogenium_phaeum
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Figure A3: Taxonomic assignments for the acetogen-level data-set “trimmed” at a clustering threshold of 80 %
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Species
1 Acetitomaculum_ruminis M Acetonema_longum B Clostridium_drakei Oxobacter_pfennigii Treponema_azotonutricium
Acetoanaerobium_noterae M Blautia_producta 7 Eubacterium_aggregans B Schnuerera_ultunensis M Treponema_primitia
Acetobacterium_bakii B Caloramator_australicus M Eubacterium_callanderi Sporomusa_acidovorans x—Minor Species(<5%)
Acetobacterium_dehalogenans M Clostridioides_difficile B Holophaga_foetida . B Thermacetogenium_phaeum
M Acetobacterium_woodii M Clostridium_aceticum Marvinbryantia_formatexigens ' Thermoanaerobacter_kivui
M Acetohalobium_arabaticum M Clostridium_autoethanogenum B Moorella_glycerini M Tindallia_magadiensis



Figure A4: Taxonomic assignments for the acetogen-level data-set “trimmed” at a clustering threshold of 100 %

100 |
75|
)
o
o
c
©
-]
5
2 50
<
o
2
=]
K
[
(12
25
0]
9 DN 9 2N . 2> IR » D ° @0 & 2 & .Q D .2 @.RL L » @ 2
((\\o\ o\é’b .0'3" eo’bo ,\o@fb 006 ;&\0 &(‘&&Q@o b\)c} (\\0 6;"\8) \O\\ ;000&0(\ &°(®° &’8&0 ;000&880\ g(\\}& Q@’Qe Q‘b qu 090&00\}6 .go 0000 o\be 00’.0'0 o(\\g o(’bo\o(\\o &\}0 ‘6\60 o’\\(‘o QQQ& 40: 009\{\6&(0{\ &
) s &S O O © A ) e O & & L N O > & & L7 &
DA SR NI ) W O OO KR & P o S ARSI D T PFES P ® &SS9
S F o oS T 7 & S AT T FE S o 00 Q. N ¥ S 2
& & & R E S L FT N DY VO ST LN ST L S F SR
W @ o O RN A O R R I VU PSP o SE SIS Pl RgI S L DS
R O R R I A ) S PO L EF L EY TS FTEE NS a P @O g S
& O F K 0N X &R SO o o PRSP PSE S YO
AP SO NSETASE Y ¢ RSP S P A N R N D R MNMFEFF L L
F O FE LS S & &S 2 7 A% @& &S W@ G0 N7 0 < S W D PN e R
.,&o PG v'uo? &,dg RPCPY .&6‘ 0&\, & o {\b‘ o’ K9 S& S S < oF oé‘oﬂo & ‘06‘ 0«0 oe’.\ 00.080 &6‘ Q
& o ¥ RS R $ & o & \{\b &8 \og“- R o,od & $ %Qo {@Q & 0(6‘ S
(9 e (9 2 Q &Y o ) R PN Q
v ° ¥ v < oS oéé o® < © & AP <
o & N &
v S
N
Sample
Species
Acetitomaculum_ruminis M Blautia_hydrogenotrophica Clostridium_formicaceticum Moorella_glycerini Sporomusa_sphaeroides
Acetoanaerobium_noterae M Blautia_producta M Clostridium_magnum M Moorella_thermoacetica Thermacetogenium_phaeum
Acetobacterium_bakii M Caloramator_australicus Clostridium_scatologenes Oxobacter_pfennigii Thermoanaerobacter_kivui
Acetobacterium_dehalogenans M Clostridioides_difficile B Eubacterium_aggregans M Peptostreptococcaceae Tindallia_magadiensis
M Acetobacterium_sp M Clostridium_aceticum Eubacterium_callanderi Schnuerera_ultunensis Treponema_azotonutricium
B Acetobacterium_woodii Clostridium_autoethanogenum B Eubacterium_limosum Sporomusa_acidovorans ~ Treponema_primitia
Il Acetohalobium_arabaticum B Clostridium_carboxidivorans Holophaga_foetida ) Sporomusa_malonica x—Minor Species(<5%)
M Acetonema_longum M Clostridium_drakei M Marvinbryantia_formatexigens Sporomusa_silvacetica



Figure A5: Taxonomic assignments for the acetogen-level data-set “300” at a clustering threshold of 80 %
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Species
% Acetitomaculum_ruminis M Blautia_producta M Clostridium_magnum Schnuerera_ultunensis Treponema_primitia
Acetobacterium_bakii M Caloramator_australicus [ Clostridium_ragsdalei M Sﬁoromusa_amgjovorans B x-Minor Species(<5%)
Acetobacterium_dehalogenans M Clostridiales B Eubacterium_aggregans Thermacetogenium_phaeum
Acetohalobium_arabaticum M Clostridioides_difficile =~ B Holophaga_foetida =~ M Thermoanaerobacter_kivui
M Acetonema_longum M Clostridium_aceticum Moorella_thermoacetica Tindallia_magadiensis
M Blautia_hydrogenotrophica M Clostridium_drakei B Oxobacter_pfennigii B Treponema_azotonutricium
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Figure A6: Taxonomic assignments for the acetogen-level data-set “300” at a clustering threshold of 100 %
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Sample
Species
Acetitomaculum_ruminis M Blautia_hydrogenotrophica Clostridium_formicaceticum Moorella_thermoacetica Thermacetogenium_phaeum
Acetoanaerobium_noterae M Blautia_producta M Clostridium_magnum M Oxobacter_pfennigii Thermoanaerobacter_Kkivui
Acetobacterium_bakii M Caloramator_australicus Clostridium_ragsdalei Peptostreptococcaceae Tindallia_magadiensis
Acetobacterium_dehalogenans M Clostridiales M Clostridium_scatologenes M Schnuerera_ultunensis Treponema_azotonutricium
B Acetobacterium_sp B Clostridioides_difficile Eubacterium_aggregans Sporomusa_acidovorans Treponema_primitia
B Acetobacterium_woodii Clostridium_aceticum B Eubacterium_limosum Sporomusa_malonica x—Minor Species(<5%)
B Acetohalobium_arabaticum M Clostridium_carboxidivorans Holophaga_foetida . Sporomusa_silvacetica
M Acetonema_longum M Clostridium_drakei M Marvinbryantia_formatexigens Sporomusa_sphaeroides



Figure A7: Taxonomic assignments for the acetogen-level data-set “150” at a clustering threshold of 80 %
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Species
[ [Clostridium]_sticklandii Bl Acetonema_longum M Clostridium_autoethanogenum B Oxobacter_pfennigii Thermacetogenium_phaeum
Acetitomaculum_ruminis [ Alkaliphilus_transvaalensis Ml Eubacterium_callanderi Paeniclostridium_sordellii ll Thermoanaerobacter_kivui
Acetobacterium_bakii M Blautia_sp o B Holophaga_foetida i B Schnuerera_ultunensis Tindallia_magadiensis
Acetobacterium_sp B Clostridioides_difficile [© Marvinbryantia_formatexigens Sporomusa_acidovorans B Treponema_azotonutricium
M Acetohalobium_arabaticum M Clostridium_aceticum M Moorella_glycerini B Sporomusa_malonica x—Minor Species(<5%)
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Figure A8: Taxonomic assignments for the acetogen-level data-set “150” at a clustering threshold of 100 %
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Species
1 [Clostridium]_sticklandii M Anaerovirgula_multivorans M Holophaga_foetida . M Robinsoniella_sp Tindallia_magadiensis
Acetitomaculum_ruminis M Blautia_sp o M Marvinbryantia_formatexigens Romboutsia_weinsteinii Treponema_azotonutricium
Acetobacterium_bakii M Clostridioides_difficile Moorella_glycerini B Schnuerera_ultunensis Treponema_primitia
Acetobacterium_sp B Clostridium_aceticum M Moorella_thermoacetica Sporomusa_acidovorans x—Minor Species(<5%)
B Acetohalobium_arabaticum M Clostridium_autoethanogenum Oxobacter_pfennigii u Sﬁoromusa_ma_lonica
B Acetonema_longum ~ W Clostridium_carboxidivorans Bl Paeniclostridium_sordellii Thermacetogenium_phaeum
M Alkaliphilus_transvaalensis [ Eubacterium_callanderi Peptostreptococcaceae B Thermoanaerobacter_kivui
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